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Abstract: Objective  To investigate the expression characteristics of a novel Golgi membrane protein
1 (GOLMD) in prostate cancer tissues and its clinical value in diagnosis. Methods  Different prostate tissue
specimens, including normal prostate, benign prostatic hyperplasia, and prostate cancer, were collected. The
expression of GOLMI protein was detected via immunohistochemistry and its expression differences were
analyzed. Quantitative polymerase chain reaction and western blotting were used to determine the expression
of GOLM1 at the mRNA and protein levels, respectively, in three different prostate cancer cell lines,
including PC—3, DU145, and 22Rvl. In DUI145 cells, the localization of GOLMI1 was observed using
immunofluorescence. Results ~ GOLMI1 was expressed differently in normal prostate, benign prostatic
hyperplasia, and prostate cancer tissue samples. The positive expression rates were 40.0% (4/10) , 50.0%
(10/20) , and 92.0% (46/50) , respectively. The positive expression rate in cancer tissue was significantly
higher than that in the other two groups (P<0.05) . However, the pathological results showed that there
was no significant correlation between the high expression of GOLMI1 and tumor Gleason grade and

pathological stage (P>0.05) . GOLMI expression in hormone—dependent 22Rv1 prostate cancer cells was
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significantly lower than that in hormone—independent prostate cancer cells PC—3 and DU145 (P<0.05) .

GOLML1 localized to the cis—plane network structure of the Golgi apparatus in DU145 cells. Conclusion

Compared to normal prostate and benign prostatic hyperplasia tissue samples, the expression of GOLM1

was significantly increased in prostate cancer, making it a potential tumor marker. Therefore, it is imperative

to further study its mechanism of action in prostate cancer.
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